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Figure 1: 



Query= INSP097_pep 

(1446 letters) 

Database; All non- redundant GenBank CDS 
translations+PDB+SwissProt+PIR+PRF 

1,039,285 sequences; 328,747,273 total letters 
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Sequences producing significant alignments: 


(bits) 


Value 


reflXP 132895.11 (XMJL32895) similar to ovomacroglobulin, ovosta. . 


. 1583 


0. 


.0 


reflXP 090334.21 (XMJD90334) similar to ovostatin precursor - ch. . 


. 1542 


0, 


.0 


emb) CAA55385.il (X78801) ovomacroglobulin , ovostatin [Gallus gal.. 


. 1206 


0, 


.0 


SP1P207401OVOS CHICK OVOSTATIN PRECURSOR (OVOMACROGLOBULIN) >gi | . . 


. 1206 


0 


.0 


refjNP 036620.11 (NM_012488) alpha-2-macroglobulin [Rattus norve. . 


. 1019 


0 


.0 


reflNP 000005.11 (NM_000014) alpha 2 macroglobulin precursor [Ho.. 


. 1016 


0 


.0 


prf| I1009174A macroglobulin alpha2 [Homo sapiens] 


1001 


0 


.0 


pir||JC5143 alpha-macroglobulin precursor - guinea pig >gi| 13040.. 


991 


0 


.0 


reflNP 002855.11 (NM__002864) pregnancy- zone protein; Pregnancy z.. 


989 


0 


.0 


gb IAAB51432.1I (L63543) endodermin [Xenopus laevis] 


977 


0 


.0 
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Figure 2: 



>emb|CAA55385.1| (X78801) ovomacroglobulin, ovostatin [Gallus gallus] 
Length = 1454 

Score » 1206 bits (3121), Expect - 0.0 

Identities = 641/1459 (43%), Positives = 928/1459 (62%), Gaps = 34/1459 (2%) 

Query: 1 MWKIIHLGVFLFHLSLSQSPNLQYVIjLIPSVLQEGSLDKACAQLFNLTESVVLTVSLNYG 60 

MW L + LH + + P QYVL++P+VLQ S + C Q FNL +++ + V L Y 
Sbjct: 1 MWLKFIIiAILLLHAAAGKEPEPQYVLMVPAVLQSDSPSQVCLQFFNLNQTISVRVVLEYD 60 

Query: 61 EVQTKIFEENVTGENFFKCISFEVPQARSDPLAFITFSAKGATLNLEERRSVA1RSRENV 120 

+ T IFE+N T N +C++F +P S LAFI+F+AKG T +L+ERRSV I + E+ 
Sbjct: 61 TINTTIFEKNTTTSNGLQCLNFMIPPVTSVSLAFISFTAKGTTFDLBCERRSVMIWNMESF 120 

Query: 121 VFVQTDKPTYKPGQKEKKTLSSYINIIFIFISVSSDHPSACKNTLSYSQDPEGNRIQQWV 180 

VFVQTDKP YKPGQ + + + FFV +P L QDP+ NRI QW 

Sbjct: 121 VFVQTDKPIYKPGQS VMFRWALDFNFKPVQEMYP LIAVQDPQNNRIFQWQ 171 

Query: 181 NEESVGGILQLSFQLISEPILGWYEITVEMLNEKKTYHSFSVEEYVLPKFQMTVDAPENI 240 

N S I+Q+ F L EPILG Y+I V + ++T HSF VEEYVLPKF +TV AP ++ 
Sbjct; 172 NVTSEINIVQIEFPLTEEPILGNYKIIVTKKSGERTSHSFLVEEYVLPKFDVTVTAPGSL 231 

Query: 241 LWDSEFKVNVCALYTYGEPVDGKVQLSVCRESTAYHSCAHLISSLCKNFTIQLGKDGCV 300 

V+DSE V +CA+YTYG+PV+GKVQLSVCR+ +Y C S +C++FT L DGC+ 

Sbjct: 232 TVTODSELTVTCICAVYTYGQPVEGKVQLSVCRDFDSYGRCKK — SPVCQSFTKDLDTDGCI» 289 

Query: 301 SKFINTDAFEXNREGYWSFLKVHALVTEDGTGVQLTGSKYVTIDSSVV^ISFENM 360 

S +++ FE NR GY 1, V A+VTE LT ++ + I + + FEN+D Y+ 

Sbjct: 290 SHILSSKVFELNRIGYTCRNLDVICAIVTEKEQVC^LTATQSISITQVT^SSLQFENV 34 9 

Query: 361 QGLPYFGQIKLLNPDNS PI PNE WQLHLKDKIVGNYTT DVNG I AQFFLDTYT FT YPN I TL 420 

+G+PYFGQIKL++ DNSPI N+V+QL + +K N+TTD+NGIA F +DT P ++L 

Sbjct: 350 RGIPYFGQIKLVDKDNSPISNKVIQLFVNNKNTHNFTTDINGIAPFSIDTSKIFDPELSL 409 

Query: 421 KATYVTIPKSCYLPSWLTPQYLDAHFLVSRFYSRTNSFLK^ 480 

KAY C+ W+ P Y DA V R YS T+SF++I P K + C ++++TV+Y 

Sbjct: 410 KALYKTSDQCHSEOTIEPSYPDASLSVQRLYSWTSSFVRIEPIiWKDMSCGQKRMITVYYI 4 69 



Query: 481 
Sbjct: 470 



LNSEAYEDDSNVTCFFYLMMVKGAILLSGQKEIRNKA-W 539 
LN+E YE + V F+Y+ M KG I+L+G+ ++ +A NG F PL ++ +APA L V 
LNTEGYEHINIVNFYYVGMAKGKIVLTGEIKVNIQADQNGT 529 
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Query: 540 YTLHPSGEIVADSVRFQVDKCFKHKVNIKFSNEQGLPGSNASLYLQAAPVLFCALGAVDG 599 

Y LHP+ E+VADSVRF ++KCFK+KV ++FS +Q L SN SL ++AA FCA+ AVD 
Sbjct: 530 YMLHPAKELVADSVRFSIEKCFKNKVQLQFSEKQMLTTSNVS 589 

Query: 600 NVLLLKSEQQLSAESVSSL — TSSXYGYFYHGLNLDDGKEDPCIPQRDMETNGLYYTPVS 657 

++LLLKSE +LSAE++ +L GY ++GLNL+D +DPC+ D+F+ GLYY P++ 

Sbjct: 590 SMLLLKSETELSAETIYNLHPIQDLQGYIFNGLNLEDDPQDPCVSSDDIFHKGLYYRPLT 64 9 

Query: 658 NYGDGDIYNIVRNMGLKVFTNLHYRKPEVCVMERRLPLPKPLYLETENYGPMHSVPSRIA 717 

+ D+Y +R+MG+K FTN R+P VC R P +L H V +++ 

Sbjct: 650 SGLGPDVYQFLRDMGMKFFTNSKIRQPTVCT — RETVRPPSYFLNAGFTASTHHV — KLS 705 

Query: 718 CRGENADYVEQAI IQTVRTNFPETWMWDLVSVDSSGSANLS FLI PDTITQWEASGFCVNG 777 

+ ++ I++T+R FPETW+WD++ ++S+G A++S+ IPDTIT+W+AS FCV 
Sbjct: 706 AEVAREERGKRHILETIREFFPETWIWDIILINSTGKASVSYTIPDTITEWKASAFCVEE 7 65 

Query: 778 DVGFGISSTTTLEVSQPFFIEIASPFSWQNEQFDLIVNAFSYLNTCVEISVQVEESQNY 837 

GFG+S TL QPFF+++ P+S++ E F + N F+YLN C++I+V + ES +Y 
Sbjct: 766 LAGFGMSVPATLTAFQPFFVDLTLPYSIIHGEDFLVRANVFNYLNHCIKINVLLLESLDY 825 

Query: 838 EANINTWKINGSEVIQAGGRKTNIWTIIPKKLGKVNITVVAESKQSSACPNEGMEQQKLN 897 

+A + + + +G + A RK+ +W I PK G V ++ AE+ AC E + +++ 
Sbjct: 826 QAKLISPEDDGC — VCAKIRKSYVWNIFPKGTGDVLFSITAETNDDEACEEEALRNIRID 883 

Query: 898 WKDTVVKSFLVEPEGIEKERTQSE^ICTEGAKASKQGVLDLPNDVVEGSARGFFTVVGDI 957 

++DT +++ LVEP.EGI +E TQ+FLIC + S+ +DLP +WEGS R F+WGDI 
Sbjct: 884 YRDTQIRALLVEPEGIRREETQNFLICMKDDVISQDVAIDLPTNWEGSPRPSFSWGDI 943 

Query: 958 LGLAMQNL-WLQMPYGGGEQNAALLASDTYVLDYLKSTEQLTEEVQSBCAFFLLSNGYQR 1016 

+G A+QN+ +LQMP+G GEQN L A + YVLDYL T QL+E+V+SK L +GYQ+ 
Sbjct: 944 MGTAIQNVHQLLQMPFGNGEQNMVLFAPNIYVLDYLDKTRQLSEDVKSKTIGYLVSGYQK 1003 



Query: 1017 QLSFKNSDGSYSVFWQQNQKGSIWLSALTFKTLERMKKFVFIDENVQKQTLIWLSSQQKT 1076 

QLS+K+ DGSYS F ++++G+ WL+A +K+ +F++ID+NVQ QTLIWL+++QKT 

Sbjct: 1004 QLSYKHPDGSYSTFGIRDKEGNTWLTAFVYKSFAEASRFIYIDDNVQAQTLIWLATKQKT 1063 

Query: 1077 SGCFKNDGQLFNHAWEGGDEEDISLTAYWGMFFEAGLNSTFPALRNALFCLEAALDSGV 1136 

GCF++ G L N+A +GG E ++SL+AY+ EAG + + +RNA +CLE A + -f 

Sbjct: 1064 DGCFQSTGILVNNAMKGGVENELSLSAYITIALLEAGHSMSHTVIRNAFYCLETASEKNI 1123 

Query: 1137 TNGYNHAIIiAYAFALAGKEKQVESLLQTLDQSATKLNNVI YWERERKPKTEE FPS FI PWA 1196 

T+ Y A++AYAF LAGK + ES L+ L +SA +++ YWE+ ++ E+ + 
Sbjct: 1124 T D I YTQALVAYAFCLAGKAE I CE S FLRELQKSAKE VDGSKYWEQNQRS APEK- SHLLDHV 1182 
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Query: 1197 PSAQTEKSCYVLLAVI SRKIPDLTYASKIVQWLAQQMNSHGGFSSNQVINVGLILIA 1253 

S E + YVLLA++ +R DLT AS IVQW+ +Q NS-fGGF+S Q V I» +A 
Sbjct: 1183 Q ST DVE ITS YVLLALLYKPNRS QEDLTKAS AIVQWI IRQQNS YGGFASMQDT WALQAIiA 1242 

Query: 1254 ICGEEGLFSKNQNTVTFSSEGSSEIQF-- NGHNRLLVQRSEVTQAPGQYTVDVEGRGCTF 1311 

G S QN + +S+ + E FN NRLL+Q++ + Q PG+Y++ V G GC 

Sbjct: 124 3 AYGAATYNSVTQOTIKINSKNTFEKVFTVNNENRLLLQQTPLPQVPGKYSLTWGTGC^L 1302 



Query: 1312 IQATLKYNVLLPKKASGFSLSLEIVKNYSLT VFDLTVNLKYTGIRNKSSMWIDV 1366 

IQ L+YN+ LP+ A GFSLS++ N S FD+ + YTG R+ S+MV+IDV 

Sbjct: 1303 IQTALRYNIHLPEGAFGFSLSVQ-TSNASCPRDQPGKFDIVLISSYTGBCRSSSNMVIIDV 1361 

Query: 1367 KMLSGFTPTMSSIEELENKGQVMKTEVKNDHVLFYLENVF-GRADSFTFSVEQSNLVFNI 1425 

KMLSGF P SS+++L + VM+ E K +HVL YL N+ R TFSVEQ +V + 
Sbjct: 1362 KMIiSGFVPVKSSLDQLIDDHTVMQVEYKKNHVLLYLGNILQKRRKEVTFSVEQDFVVTHP 1421 



Query: 1426 QPAPGMVYDYYEKGRQATA 144 4 

+PAP +YDYYE A A 
Sbjct; 1422 KPAPVQI YD YYE TEE YAVA 1440 



10/534242 



WO 2004/041861 PCT/GB2003/004786 

5/10 



Figure 3: 



1 ataacacacc taatgacatg taacacactg 

61 actttaagaa tgactcagga aatactggca 

121 ctcggcttcc ctgactagtg agaacgtctg 

181 ctagcagaca cggcatattg actttttctt 



241 tacatctggg tgtttttctc tttcatctgt 

ihl gvfl fhl 

301 ttctgctgat tccttctgtt ctacaagaag 

vll ipsv Iqe 

361 ttaatctcac tgaatctgtt gttttgacgg 

fnl tesv vlt 

421 aaatatttga agaaaatgtt actggagaaa 

kif eenv tge 

481 ctcaggccag atctgaccca ctggcattta 

pqa rsdp 1 a f 

541 acctggaaga gaggagatct gtggcaatca 

nle errs vai 

601 ctgataaacc cacctacaag cctggacaga 

tdk ptyk pgq 

661 acattatttt tatttttatt tcagtatcca 

nii fifi svs 

721 tttcttattc tcaggatcca gaaggcaatc 

lsy sqdp egn 

781 tgggagggat tctacaactc tccttccagt 

vgg ilql sfq 

841 aaatcaccgt ggagatgctc aatgagaaga 

eit veml nek 

901 atgtgttacc caaatttcaa atgactgtgg 
yvl pkfq mtv 

961 ctgaattcaa agtgaatgtc tgtgccttat 

sef kvnv cal 

1021 tccaacttag tgtgtgcaga gaatctacgg 
vql svcr est 

1081 cactctgtaa aaattttacc attcagttgg 

sic knft iql 

1141 acacagatgc ttttgagtta aatcgggaag 

ntd afel nre 

1201 ttgttacaga ggacggaaca ggtgtgcagc 

1 v t edgt g v q 



ggagatggct aaaatttaaa catgacttaa 
aaatctcctg catggatata tagtcccata 
ggctcctaga acactgacct gtatgtggat 
catctcattg gatcatgatg tggaagataa 

in w k i 

ctctttctca gtctccaaac ttgcagtatg 
sis qspn lqy 

gctctttgga taaagcttgt gcccagcttt 
gsl dkac aql 

tctccctcaa ctatggtgag gtccagacca 
vsl nyge vqt 

atttcttcaa atgcatcagc tttgaggttc 
nff kcis fev 

ttacattttc tgctaaagga gccactctca 
itf sakg atl 

gatccagaga gaatgtggtc tttgtacaga 
rsr envv fvq 

aagaaaaaaa aaccttgagt tcatatatta 
kek ktls syi 

gtgatcaccc ttcagcatgc aaaaatacac 
sdh psac knt 

gaatacaaca gtgggtgaat gaggagtctg 
riq qwvn ees 

taatctcaga gcccatcctc ggatggtatg 
lis epil gwy 

aaacatatca ctccttctct gtggaagaat 
kty hsfs vee 

atgcaccaga aaatatctta gttgtggact 
dap enil vvd 

atacctatgg tgaacctgtg gacgggaagg 
yty gepv dgk 

cttatcattc atgtgctcat cttatcagtt 
ayh scah lis 

ggaaagatgg ctgtgtctcc aagtttatta 
gkd gcvs kfi 

gatactggag tttcctcaaa gtgcatgctc 
gyw sflk vha 

ttacaggctc caagtacgta tacatagact 
Itg skyv yid 
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12 61 catcagtggt gaagattagt tttgagaata 
ssv vkis fen 

1321 attttggcca gattaaattg cttaatccag 
yfg qikl lnp 

1381 agttgcatct gaaggacaaa atcgtgggaa 
qlh lkdk ivg 

14 41 agtttttctt ggacacatat acgtttacat 
qff ldty tft 

1501 ttcgacctaa gagctgctat cttcccagct 
vrp kscy lps 

1561 tcttagtctc acgcttttac tcccgaacga 
flv srfy srt 

1621 agcagcttga atgtaatcac cagaaggttg 
kql ecnh qkv 

1681 catatgagga tgattccaat gtaaagttct 
aye ddsn vkf 

1741 tactcagtgg acaaaaggaa atcagaaaca 
lis gqke irn 

1801 tcagcatcag tgctgatctg gctcctgcag 
Isi sadl apa 

1861 gtggggaaat tgtggctgac agtgtcagat 
sge ivad svr 

1921 ttaacataaa gttctctaac gagcagggct 
vni kfsn eqg 

1981 aagcggcgcc tgtcttattc tgtgccctcg 
qaa p v 1 f cal 

2041 aatctgaaca acagctgtca gctgaaagtg 
kse qqls aes 

2101 atttctacca tggcctcaat cttgatgatg 
yfy hgln ldd 

2161 atatgttcta caatggttta tattacacac 
dmf yngl yyt 

2221 ataatattgt caggaacatg ggtctcaaag 
yni vrnm glk 

2281 aagtatgtgt gatggagaga aggctgccac 
eve vmer rip 

2341 attatggtcc aatgcatagt gttcegtcta 
nyg pmhs vps 
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tggatatgtc ctacaaacag ggactccctt 
mdm sykq glp 

acaactctcc aatcccaaat gaagttgttc 
dns pipn evv 

actacaccac agatgtaaat ggcatcgctc 
nyt tdvn gia 

acccaaatat cactttgaaa gecacatatg 
ypn itlk aty 

ggttgacgcc tcagtacttg gatgetcact 
wit pqyl dah 

acagcttcct gaagattgtt ccagaaccaa 
nsf lkiv pep 

ttactgtgca ttactcccta aacagtgaag 
vtv hysl nse 

tctatttgat gatggtaaaa ggagctatct 
fyl mmvk gai 

aagcctggaa tggaaacttc tcgttcccac 
kaw ngnf sfp 

ccgtcctgtt tgtctacacc cttcacccca 
avl fvyt lhp 

tccaggttga caagtgcttt aaacacaagg 
fqv dkef khk 

tacctggttc caatgetagt ctctatcttc 
lpg snas lyl 

gggctgtgga tgggaacgtc cttctactga 
gav dgnv 111 

taagctctct gacttcctcc ccgtatggtt 
vss ltss pyg 

gcaaggaaga cccttgcatt cctcagaggg 
gke dpei pqr 

ctgtaagcaa ctatggggat ggagatatct 
pvs nygd gdi 

tctttaccaa tctccattac cgaaaaccag 
vft nlhy rkp 

tccctaagcc gctttatcta gaaacagaaa 
lpk plyl ete 

gaattgcatg tagaggggag aatgetgact 
ria crge nad 



2401 atgtagaaca ggctataatt caaacagtaa gaacaaactt cccagagaca tggatgtggg 
yve qaii qtv rtn fpet wmw 
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24 61 acctcgtcag tgtcgattcc tcaggctctg ccaatctttc gttcctcatt cctgatacga 
dlv svds sgs anl sfli pdt 

2521 taacccaatg ggaggcaagt ggcttttgtg tgaatggcga cgttggattt ggcatttcct 
itq weas gfc vng dvgf gis 

2581 ctacaaccac tctagaagtc tcccaacctt tctttattga aattgcctca cccttttcgg 
stt tlev sqp ffi eias pfs 

2641 ttgttcaaaa tgaacaattt gatttgattg tcaatgcctt cagctacctg aatacatgtg 
vvq neqf dli vna fsyl ntc 

2701 tagagatttc tgttcaagtg gaggagtctc agaattatga agcaaatatt aatacctgga 
vei s v q v ees qny eani ntw 

27 61 aaatcaatgg cagtgaggtt attcaagctg gagggaggaa aacaaacatc tggactatta 
kin gsev iqa ggr ktni wti 

2821 tacctaagaa attgggtaaa gtgaatatca ctgtagttgc tgagtccaaa caaagcagtg 
ipk klgk vni tvv aesk qss 

2881 cttgcccaaa tgaaggaatg gagcagcaaa agctaaactg gaaagacact gtggtcaaaa 
acp negm eqq kin wkdt vvk 

2941 gcttcttagt agagcctgaa ggtattgaaa aggaaaggac ccagagtttc cttatctgta 
sfl vepe gie ker tqsf lie 

3001 cagaaggtgc caaagcctcc aagcagggag ttttggactt gecaaatgat gtagtagaag 
teg akas kqg vld lpnd vve 

30 61 ggtcagccag aggctttttc actgttgtgg gggatattct aggacttgee atgeagaate 
gsa rgff tvv gdi 1 g 1 a mqn 

3121 tggttgttct ccaaatgccc tatggaggtg gagagcagaa tgctgcccta ctagcatctg 
Ivv lqmp ygg geq naal las 

3181 atacttatgt tctggactat ctgaaatcta ctgagcaact gacagaggaa gttcaatcta 
dty vldy Iks teq Itee vqs 

3241 aggctttctt tctcttatct aatggttatc aaaggcaatt atctttcaaa aactctgatg 
kaf flls ngy qrq lsfk nsd 

3301 gttcctatag tgtgttttgg cagcagaatc agaaaggaag catatggctc agtgctctta 
gsy svfw qq n q k 9 siwl sal 

3361 cttttaagac attggagaga atgaaaaaat ttgtattcat tgatgaaaat gttcaaaaac 
tfk tier mkk fvf iden vqk 

3421 agaccttaat ctggctttca agecaacaga aaacaagegg ctgctttaag aatgatggcc 
qtl iwls sqq kts gefk ndg 

3481 agcttttcaa ccacgcctgg gagggtggag atgaagagga catttcactc actgeatatg 
qlf nhaw egg dee disl tay 

3541 ttgttgggat gttctttgaa gctgggctca attccacttt tcctgctcta cgaaacgcac 
vvg mffe agl nst fpal rna 

3601 tettttgect tgaageggea ttggacagtg gtgtcactaa tggctacaat catgeaatte 
lfc leaa Ids gvt ngyn hai 
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3661 tagcttatgc ttttgcctta gctggaaaag agaagcaagt ggaatcttta ctccaaaccc 
lay afal agk ekq vesl lqt 

3721 tggatcaatc tgccacaaaa ctaaataatg tcatctactg ggaaagagaa aggaaaccca 
ldq satk Inn viy were r k p 

3781 agacagaaga atttccatcc tttattccct gggcaccttc tgctcagact gagaagagtt 
kte efps fip wap saqt eks 

3841 gctatgtgct gttggctgtc atttcccgga aaattcctga cctcacctat gctagtaaga 
cyv llav isr kip dlty ask 

3901 ttgtgcagtg gcttgcccaa cagatgaatt cccatggagg cttttcttcc aaccaggtga 
ivq wlaq qran shg gfss nqv 

3961 ttaatgtagg cctgatatta atagcaatat gcggggaaga ggggctcttc tctaagaatc 
inv glil iai cge eglf skn 

4 021 aaaacactgt cacctttagc agtgaaggat ccagtgagat ccagtttaac ggtcataacc 
qnt vtfs seg sse iqfn ghn 

4081 gcctactggt ccaacgttca gaagtaacac aggcacctgg acaatacaca gtagatgtgg 
rll vqrs evt qap gqyt vdv 

4141 aaggacgcgg ttgtacattt atccaggcca cccttaagta caatgttctc ctacctaaga 



g c 



n 



1 p k 



INRP097-CP1 



4201 aggcatctgg attttctctt tccttggaaa tagtaaagaa ctactctttg actgtttttg 
kas gfsl sle ivk nysl tvf 

4261 acctcacagt gaacctcaaa tacactggaa ttcgcaataa 
dlt vnlk ytg irn 





mm 

i e e 



n d h 



4441 



mm 

v f ■ g 



f t 




45oi j^aM^iMlK^^^^M^gi 

iqp apgm vyd yye kgrq ^ t a 

4561 iillgtaagg ttattgaatg tggtgtttat atctaacatt ccctgagcta ctaaactttc 
m p 

IMSP097-P.P9 

4621 caaaatcaac ctctgtcttc acagagtaaa caataaatgg cattactttg tgttctggtt 
4 681 tctttatccc atgatgtgtc ttctgactga acccattttc cagt 



INSP097 predicted receptor binding domain. 
Position and sense of PCR primers- 
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Figure 4: 



1 atccaggcca cccttaagta caatgttctc ctacctaaga aggcatctgg attttctctt 
iqa tlk ynvl Ipk kas gfsl 

INRP0Q7-nP1 

61 tccttggaaa tagtaaagaa ctactctttg actgtttttg acctcacagt gaacctcaaa 
sle ivk nysl tvf dlt vnlk 



121 tacactggaa ttcgcaataa ajSllli^^ 

ytg irn kssm vvi dvk mlsg 



181 
241 
301 
361 



ftp tms siee len kgq vmkt 




vyd yye kgrg 



ISlligataagg tt 
a t a m p 
M 

INSP0fi7-TiP? 



pill = INSP097 predicted receptor binding domain. 
Position and sense of PCR primers ^ 
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Figure 5: 



Molecule: pCR4-TOPO-INSP097-CPl/-CP2, 4369 bps DNA Circular 



Type 


Start 


End 


Name 




Description 


MARKER 


205 




M13R 




M13 rev priming site 


MARKER 


243 




T3 




T3 priming site 


REGION 


295 


706 


Insert 




INSP097-CP1/-CP2 PCR product 


GENE 


295 


699 


cds 




INSP097 receptor binding domain cds 


MARKER 


295 




CP1 




INSP097-CP1 PCR primer 


MARKER 


706 




CP2 


C 


INSP097-CP2 PCR primer 


MARKER 


759 




T7 


C 


T7 priming site 


MARKER 


782 




M13F 


c 


M13 for priming site 


GENE 


1571 


2365 


Kan 




Kanamycin resistance gene ORF 


GENE 


2569 


3429 


Amp 




Ampicillin resistance gene ORF 


REGION 


3574 


4247 


pUC ori 




pUC origin 




